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(Xik) WHO: COVID-19 Weekly Epidemiological Update. Edition 110,
published 21 September 2022

— https://www.who.int/publications/m/item/weekly-epidemiological-update-on-covid-19---21-september-2022
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Last 4 weeks by collection date (%) ©

Lineage, (n)* Countries Sequences” 2022-32° 2022-33° 2022-34° 2022-35°
BA.1.X, (58) 183 2182417 53 (0.08%) 17 (0.03%) 17 (0.04%) 8 (0.03%)
BA.2.X, (123) 160 1990 074 1555 (2.28%) 932 (1.54%) 462 (1.01%) 158 (0.65%)
BA.3.X, (2) 28 764 0 0 o 0
BA.A.X, (13) 116 124 630 2131 4 259 3726 1841
(7.53%) (7.03%) (8.14%) (7.53%)
BA.5.X, (41) 135 774 808 55 207 49 156 36 687 18719
{80.97%) (81.16%) (80.18%) (76.55%)
BA2.75.X 48 5895 622 (0.91%) 518 (0.86%) 397 (0.87%) 308 (1.26%)
BA.S.1+ a6 577 77 (0.11%) 102 (0.17%) 65 (0.14%) 38 (0.16%)
va4s5*
BA.5.2 + 53 1398 176 (0.26%) 236 (0.29%) 182 (0.4%) 125 (0.51%)
K444*
BA5.2.1+ 56 7173 851 (1.25%) 952 (1.57%) 1002 754 (3.08%)
R346* (2.19%)
BA.5.2.1+ 51 1303 132 (0.19%) 98 (0.16%) 108 (0.24%) 73 (0.3%)
K444+
BE.1.1.X 78 43 147 2 285 (3.35%) 1891 1464 (3.2%) 789 (3.23%)
(8A.5.3.1.1.1) (3.12%)
Unassignad 204 6589 983 16 (0.02%) 6 (0.01%) 9 (0.02%) 5 (0.02%)
other? 88 87 945 2077 (2.05%) 2399 1637 1636
(3.96%) (3.58%) (6.69%)

A IJneage, X means descendent Ilneages are pocled together n indicates the number of currently demgnated additional descendent Imeagpj
* indicating poolad amino acid (AA) substitutions

& Data source: sequences and metadata from GISAID, retrieved on 19 September 2022

< Number of sequences and relative proportions in %

4 indicating Omicron lineages other than those of BAX lineages and those of recombinants
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(3@k) Mahase E. Covid-19: What we know about the BA.4 and BA.5 omicron variants.
BMJ 2022; 378: (Published 09 August 2022)
— doi: https!//doi.org/10.1136/bmj.01969
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OBA.2.75 MFEELE#EEANIL BAS KU HEL

(3CHR) Tan CW, et al. Comparative neutralisation profile of SARS-CoV-2 omicron subvariants
BA.2.75 and BA.5. Lancet Microbe ; 2022 Aug 10.
— https://www.thelancet.com/journals/lanmic/article/PIIS2666-5247(22)00220-8/fulltext
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